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A) IL-1β 
HAL -------------------MESKMQCNVSQMWGPKMP---------QGLDLEISHHPMT--MRRVVNLIIAMERLKDGASEAVLSTSFRDESLLNIMMESIVEEH  
SBA -------------------MESEMKCNMSEMWRSKMP---------QGLDLEITHHPLT--MRRVVNLIIAMERLKGFSSETLMSTEFRDENLLNIMLESIVEEK  
TRO -------------MDFESNYSLIKNTSESAAWSSKLP---------QGLDLEVSHHPIT--MRHIANLIIAMERLKGGEG-VTMGTEFKDKDLLNFLLESAVEEH 
COD -------------MAFQCEYSSMKQTTSSEHWSDRMP---------QGMDLEITNHPLT--MRQVVNLVIAMDRLKGSQSEKVQSSEFRDEDLLNLLLENALDEQ  
CAR MAYHKYVHPLDLSEAFETDSAIYSDSADSDELDCPDPQSMSCQCDMHDIKLELSSHPHS--MRQVVNIIIAVERLKHIKN--MSSGKFCDEELLGFILENVIEER  
HUM MAEVPELASEMMAYYSGNEDDLFFEADGPKQMKCSFQDLDLCP-LDGGIQLRISDHHYSKGFRQAASVVVAMDKLRKMLV--PCPQTFQENDLSTFFPFIFEEEP  
                            .   .                  .:.*.:: *  :  :*: ..:::*:::*:           * ::.*  ::     :* 
 
HAL IVFERSSSPPDQ-----FSRTG-VYPCNISDSQKRNFLLVQ----NSMELHAVMLQGGSDNRKVLLNMSTYVHPSP-TIEARPVALCIKDTDLYLSCHH-EDGVP 
SBA IVFERGTTPTAQ-----YSKRR-EVQCSVTDSEKRSLVLVP----NSMELHAVMLQGGSDRCKVQLNMSTYLDRTP-SAEAQTVALGIKGTNYYLSCHK-DGEEP 
TRO IVLELESAPPASRRAAGFSSTS-QYECSVTDSENKCWVLMN----EAMELHAMMLQGGSSYHKVHLNLSSYVTPVPIETEARPVALGIKGSNLYLSCSK-SGGRP 
COD LVLELTEAAPPR----GFTAIEPSQQCMLRDHQKRSMVLVK----EAMGLHAIRLQGGTTDHEVSLNMSTYLDPRP-SASAQPVALGIRGTKLYLSCTQ-KADRP 
CAR LVKPLNETPIYS-------KTSLTLQCTICDKYKKTMVQSNKLSDEPLHLKAVTLSAGAMQYKVQFSMSTFVSSAT-QKEAQPVCLGISNSNLYLACTQLDGSSP 
HUM IFFDTWDNEAYV-----HDAPVRSLNCTLRDSQQKSLVMS-----GPYELKALHLQGQDMEQQVVFSMS-FVQGEE-SNDKIPVALGLKEKNLYLSCVL-KDDKP 
    :.                        * : *  ::  :        .  *:*: *..     :* :.:* ::       .  .*.* :  .. **:*   .   * 
 
HAL TLHLEPVEDKTSLKTITRESEMVRFLFYKRDSGVNISTLMSARFPDWYISTSEYEN--RPVMMCQESAQ-SYQTFNIQRQS---------------- 246 
SBA TLHLE-VVDKASLANITSDSDMVRFLFYKQDSGLNISTLTSVPFSNWYISTAEENN--RPVQMCQESAR-RHRAFNIDNLKVDPTTEDQVCPLLNGQ 261 
TRO TLHLEEVADKDQLKSISQQSDMVRFLFYRRNTGVDISTLESASFRNWFISTDMQQDYTKPVDMCQKAAPNRLTTFTIQRHN---------------- 260 
COD TLHLEEVENTDDLKSISKDSDMVRFLFYRTDIGVSASSLVSALHSGWYISTATEDN--LPVEVCLQSES-RYRSFTILQG----------------- 253 
CAR VLIL--KEASGSVNTIKAGDPNDSLLFFRKETGTRYNTFESVKYPGWFISTAFDDW--EKVEMNQMPTT-RTTNFTLEDQKRI-------------- 276 
HUM TLQLE----SVDPKNYPKKKMEKRFVFNKIEINNKL-EFESAQFPNWYISTSQAEN--MPVFLGGTKGGQDITDFTMQFVSS--------------- 269 
    .* *     . .  .    .    ::* : : .     : *. . .*:***   :     * :           *.:   
 
B) IL-6                                                       Helix A                                                                                                                        Helix B                                                  
HAL -----APVEFQPTDSPAGDFSGEEQEVTPDLLSASPIWGLIISVTARHQQEFEDEFQQ-EVKYHFLDHYKISSLP----ANCPSANFSKEACLHRLGEGLHTYMV 
FUG -----APLD-APTESPAGETSGEEAETGSPDDALAVALESVLGATKLHKNEFLVEFQG-EVKYDFLDRYKIPSLP----AKCPYSNFGKDACLRRLLEGLLIYSV 
SBR -----APVDGAFTDNPAGDTSGEEWETERPADPLIALLKVVLEVIKTHRQEFEAEFH---IRYDVLAQYNIPSLP----ADCPSTNFSMEALLHRLLQGLPVYTA 
TRO NPVPSALAELMTSGWTSGEELGTDGETGAPPKWEKMIKMLVHEVTTLRNQQFVEEFQKPVEEISSFSQHQVPSTPPHL-SKTLCSASNKEACLQEISRGLQVYQL 
HUM ---------PVPPGEDSKDVAAPHRQPLTSSERIDKQIRYILDGISALRKETCNKSNMCESSKEALAENNLNLPKMAEKDGCFQSGFNEETCLVKIITGLLEFEV 
                .   : :  . . :              :       .::   : :        : . ::             :  . :: * .:  **  :    
                                        
                                           Helix C                                                                                                      Helix D 
HAL LFKHVEKEYPSSP-ILLYARYHGGALIGLIKEKMRNPGQVTVPTSSQEQQLLQDVDSPNTFQRKMTAHNILRHLHDFLRNGRVAIRKKEMPKQKRKDNGIIAPIL 
FUG LLKRVEEEFPSSS-ILSEVRFYSNILIKELENKVRDRDQVMRLTSSQEEQLLKDTDYPDTFHRKMTAHGILYNLHYFLVDCRRVINKRAKHRESAGSRVVRAVTF  
SBR LLKYVEKEEPKSQ-IPSRFRQNSELLKQRITGKMRHAVQVTPLTSSQEQQLLRDLDSSDTFHRKMTAHSILYQLRSFLVDCKNAINKKEKLRESRANRAMTPVTL 
TRO LLQHVKAEYPQST-LLPSVTHQTTVLIGLVKDQMKVAEVVEDLSASERKRVLGEVSTGTEWERKTSVHAILRELRNFLVDTKRALRRMGKRGKDFQ--------- 
HUM YLEYLQNRFESSEEQARAVQMSTKVLIQFLQKKAKNLDAITTPDPTTNASLLTKLQAQNQWLQDMTTHLILRSFKEFLQSSLRALRQM----------------- 
     :: :: .  .*             *   :  : :    :    .: .  :* . .    : :. :.* **  :: ** .   .:.: 
 
HAL PSY---- 202 
FUG YHPKKRS 205 
SBR YYQS--- 201 
TRO ------- 199 
HUM ------- 184 
 
 
C) IL-11b                       Helix A                                                                                                             Helix B                    
HAL ------RPANTSSLCTMFGPMIHQGEKLVQVSKTLHGLPENHKLLNT-VGNKLQDLPHMQHTAAHFK-SLKLNESLSQLCLFTQSFRLHMDWLKTEKHN---FSL 
FLO ------RPVHTSSLCRMFGSMIHQVDKLTDISKNLHELSDNNELLNS-ADNKLPDLPHMQHSAAHFFNSLKMNESLSELYLLAQAFRLHVDWLKTEKDN---FSL 
FUG ----ASRPASSPAPCRTFRSIFHQVDLLMGLSRKLHDLSDEDVLMFESMENRLDTLPHLPHSAEYFR-SFKVNESLSQLSLHTQSFRQHIDWLKLAREN---VSL 
GPU ------RPAGGAALCTNLKSMLHQVDRLIGLSSKLHGLSDEEVLIIARMENSLDSLPHLQHSAEYFR-SLQVNESFSQLYLQTESFRQHVDWLKRAQDN---CSL 
HUM PGPPPGPPRVSPDPRAELDSTVLLTRSLLADTRQLAAQLRDKFPADG--DHNLDSLPTLAMSAGALG-ALQLPGVLTRLRADLLSYLRHVQWLRRAGGSSLKTLE 
           *   .     : . .     *   :  *     :.        : *  ** :  :*  :  ::::   ::.*     ::  *::**:    . 
        
          Helix C                                                                                                                Helix D   
HAL PSETAEDASTQLLLLSTLLNKSLQQIGEDAPRPPAPSLPVVSSAFDLLQFSIEISQRLQVFGHWSKRVLHSLKRRSGCRRH------ 175 
FLO PSQSAEDASTHLLQLSNLLNMSLHQMSAETPQPPAPSLPVVSSAFDLLQFSIEISERLKVFCNWSKRVLRSLKLPR-CRRQ------ 175 
FUG PSRAAEDSSTHLLKLSNLLNASLHQMNEEVPQLPPLSLPIASTSFDVLQFSVEISDRLKIFCHWSKRVLRYLQRLNRCPKH------ 178 
GPU PSQAARSSSAHLLQLSKLLDASLQQMDQAVPQAPLPSFPVVSSSFEVLQFSVEISDQLTVFCDWTKRVLRAVQRVSRCPTPTLRLRG 182 
HUM PELGTLQARLDRLLRRLQLLMSRLALPQPPPDPPAPPLAPPSSAWGGIRAAHAILGGLHLTLDWAVRGLLLLKTRL----------- 178 
    *.  : .:  . *     *  *   :    *  *  .:.  *:::  :: :  *   * :  .*: * *  ::               
 
 
 
 
 
 
 
 
 D) IL-12βc                           Immunoglobulin-like domain (D1) 
HAL -------LMPFPENFVVAKLNDAVTLTCRTNIDGAVTWKFDGEVLVDFKYN---IKQDGQNLHVTDVDTPWLGEYSCWRGGEMLSLTHLLLEAE----------D 
TRO -------LTSFHELYMVDKGDSLVTLTCPTAFSGAMTWKYEGET-EDLDKT---LVQ-GRNLILNEVD--WYGEYSCWDGDKKLGSIYLLEELK----------N 
CAR -------LNLFPAKFEIAERQASVTLTCRTDKD-KITWKREDANTIENILQSEFEILSGRDLTVIGLQEDLTGNYTCWSDSGLEDHTYLLLDKS----------K  
HUM IWELKKDVYVVELDWYPDAPGEMVVLTCDTPEEDGITWTLDQSS---------EVLGSGKTLTIQVKEFGDAGQYTCHKGGEVLSHSLLLLHKKEDGIWSTDILK  
           :  .   :        *.*** *  .  :**. :                 *: * :   :    *:*:*  ..   .   ** . .          .           
                                                Fibronectin-type III domain (D2) 
HAL EEELAQFDSLITCLAKSYHCN--FSCTLK---ESAFTAVRVGLGHDCTDGGKLCHWINSSDQNQDGG---FQFEVSHSLS---PYAEESTKLELTAEAIVDLYVF  
TRO PDD----DDLISCRAKSYGCT--FNCSWT---HSEFTAVRLGLGNDCTDSQESCTWVYPTTSLQDGG---LEFELTHSLS---PYTEEAAPLVVTVEAITRQDYL  
CAR EAT----AFQINCTAETFSCTEKIKCAWT---PNDLTGEIAFRLRNARDNGD---WVS---QPVDG-----VFYLPHSTD---SYSEESERLLITGEAASTCCYV  
HUM DQKEPKNKTFLRCEAKNYSGR--FTCWWLTTISTDLTFSVKSSRGSSDPQGVTCGAATLSAERVRGDNKEYEYSVECQEDSACPAAEESLPIEVMVDAVHKLKYE  
              : * *:.:     :.*       . :*        ..              .   *      : :  . .   . :**:  : :  :*        
                                                         Fibronectin-type III domain (D3) 
HAL RTTRRFYLRDIVQPDSPQIGTCQELEQD-----LNVTIEPPSSWSMPHSFFGLEHEIEYVLKDDGKPA------RSLSSLVPKSISKLRVRSRDSLVLSTWSEWT  
TRO RKTKRFYLHDIVQPDSPAGMKCQVMDQR-----LKVKVEPPATWNCPPSYFPLEHQIGYIFKDNGKEE------HSTNPLIPRGVSKLRARSRDPLVPSPWSQWT  
CAR KTEYSFFLRDIIKPANPNISICSIKNEGSDNQIVEVKVEPPSTWPQPHSFFPLKHQIEYEIRHDGELMT-IEWEDKSKDEVPGSITKLRVRCRDLLLLSQWSEWS  
HUM NYTSSFFIRDIIKPDPPKNLQLKPLKNSRQ---VEVSWEYPDTWSTPHSYFSLTFCVQVQGKSKREKKDRVFTDKTSATVICRKNASISVRAQDRYYSSSWSEWA  
    .    *:::**::*  *     .  .:      ::*. * * :*  * *:* * . :    : . :         .    :    :.: .*.:*    * **:*: 
 
HAL PWKNVTN 281 
TRO PWKNVTN 272 
CAR EWKNVN- 281 
HUM SVPCS-- 306 
 
E) IFNγ   Helix A                                                  Helix B                                    Helix C 
HAL -SHIPEKMNRTIQNLLRTYNIGALERYNGTPVFP---REPLVDSMEKSHLSSAEKMTFMGGVLETYEKLFGQMLEQRPNLTPPTAGGREGLDSAANAVPGAGDDE  
FLO -SHIPARMNKTIQNLLQHYNISNKDRFNGKPVFP---KEPLSGRMET-------KMLFMGGVLETYEKLIGQMLEQLPNTTPPTAGSREGLNSAAPEVS------ 
FUG -SYIPVEMNKTIQNLLGHYTITNKELFDGKPIFS---KEPLSGNLQA-------EMIYMSAILQTYDKILNQMLKELPTPGPTTAQSSGDKGTAE---------- 
TRO AQFTSINMKRNIDKLKVHYKISKDQLFNGNPVFP---KDTFEDSEQR---------VLMSVVLDVYLSIFGQMLNQTGDQE------------------------ 
CAR --SVPENLDKSIDELKVYYIKDDRELHNAHPVFLRFLKDIKVNLEEP------EQNLLMSIIMDTYSRIFTQMEKDSQDEAT----------------------- 
HUM ----QDPYVKEAENLKKYFNAGHSDVADNGTLFLGILKNWKEESDRK---------IMQSQIVSFYFKLFKNFKDD-----------------------------  
             :  ::*   :     :  :  .:*    ::      .             . ::. *  :: :: .:                                 
 
                       Helix D                                 Helix E                                   Helix F   
HAL VRTDLMYILGKIQDLRRHRYQ-EQSKLLQRLHDLGKVQMDDRTIQSKALGELPWLYAEASSLSS---IKKQTRRRRRQARKVIGHQ-- 183 
FLO VRTDLNYILKKVQELRTNRFK-EQSKLLQGLHDLGDIKMNNFIIQSKALWELQWMYEEASSLSNNTKMQRRRRRRRRQARKVKTPTRA 175 
FUG LRSQLNYILKKITNLRIQHYN-KPEQLLKMLQPLREVQFNNAVIQSKALWELIKVYREASSLPN--KLEKRRRRRRRQTQMSIRGH-- 167 
TRO MIESLKYVKGKIQDLQKHYFLGRIPELRTHLQNLWAIETSDTTVQGKALSEFITIYEKASKLALKFHLKKDNRRKRRQAQRLKSHIM- 156 
CAR -KEKLAHVQEHLEKLQENYFPGKSAELKTYAETLWAIKEDDPVVQRKALFELKRVYREATQLKN----LKNKERRRRQARITKKQKS- 156 
HUM --QSIQKSVETIKEDMNVKFFNSNKKKRDDFEKLTNYSVTDLNVQRKAIHELIQVMAELSPAAK------TGKRKRSQMLFRGRRASQ 146 
       .:      : .     :     :     . *   .  :  :* **: *:  :  : :            .*:* * 
                     
                   
 
     
